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QTL mapping for tassel primary branch number in sweet corn
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(Crop Research Institute, Zhongkai University of Agriculture and Engineering, Guangzhou 510225, China)

Abstract ; [ Objective ] To improve the tassel of maize. [ Method ] In this study, a cross between sweet
corns inbred T4 and T19, which were significantly different in tassel primary branch number, was de-
signed and QTLs for tassel primary branch number were identified in a whole genome with the methods of
multiple interval mapping ( CIM) based on 232 F, individuals. [ Result and conclusion] A genetic link-
age map composing of 77 simple sequence repeat ( SSR) markers covering 868. 7 ¢M with an average in-
terval of 11. 28 ¢M was constructed. Four QTLs for tassel primary branch number in chromosome 4, 7, 8
were detected, accounting for 5. 08% —17.71% of phenotypic variance. The main QTLs were located on

chromosome 8 which accounted for 17. 71% of the total phenotypic variance. These QTLs provide the ba-

sis of marker-assisted selection for tassel primary branch number.
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Tab.1 The phenotypic variation of tassel primary branch

number in P,, P,, F, and F, population

WA S R AR AR AR T W
P, 12,50 11~13 1.23
P, 22,80 21~23 0.79
F, 17.10 15~19 2.43
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Fig.1 SSR genetic linkage map and chromosome location of QTL clusters for tassel primary branch number in F, population of sweet corns

x2 HMEKRF, BEESXEZERNEINERE—RHHE QTL
Tab. 2 All QTLs detected for TBN using the method of CIM in F, population of sweet corns

QTLs Re@IRfr R/ oM FRic X ] RN B LODf  TiEkE/ %
gTBN-1 Chr. 4 41.0 umcl757 — bnlgd90 -1.18 0.23 4.00 6.61
gTBN-2 Chr.7 29.6 umecl134 — umcl342 -0.83 0.84 2. 66 5.08
qTBN-3 Chr. 7 35.2 umc1301 - bnlgl805 -0.93 0.91 3.73 5.79
qTBN-4 Chr. 8 31.9 umcl728 — umc2031 -1.69 0.82 7.58 17.71
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