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Molecular identification and inheritance analysis of transgenic
pigs produced by incubation of sperm and lentivirus
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Abstract ; [ Objective ] This study investigated the inheritance analysis of foreign genes in transgenic pigs
produced previously by using incubation of sperm and lentivirus. [ Method] Transgenic pigs were repro-
duced by mating with wildtype pigs, and their offsprings of transgenic G, and G, were examined for inher-
itance of foreign gene with PCR and Southern-blot methods. [ Result and conclusion] The results showed
that PCR-positive rate was 25.42% (15/59) and 46. 67% (7/15) in G, and G, respectively. In the 13
tissues of the 12 positive transgenic pigs, the foreign genes were found in many tissues; RT-PCR detection
showed 66. 67% (24/36 ) tissue samples from stomach, pituitary and hypothalamus of positive pigs repre-
sented foreign gene expression. The results indicate foreign genes of G, pigs produced by incubation of

sperm and lentivirus can be integrated in the pig genome and transmitted to their offsprings.
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418 xBAPE3 @ ) AT sc e, 3545 G, . ZJa
YEIL Gy 041 & x BAME2 @ i243C G, 1845 & Fi47
& 418 x [T 3 @ A28 G, 18 18 @ LUK BF A= B
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18 9 FN47 & x M4 Q). FLFp 515 B 5L 0%
G, .G, L.

1.2.2 #ARBEFRPEEAMREGFLE RIS
FEPRE FARARI B2 20, S DNA. (R 45 18 9 75 25
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FOGHE E N ) P51 (2 649 bp) , # FHEAF Primer 5
w5l ¥ 649, L5 9.5 -CTACGGCTTCTAC-
CACTTCG 3", Fi5|4:5 -GCAGCGTATCCACAT-
AGCGT -3'. PCR A A H-4141 DNA, FHMAMAH 5 4
Primer 649 PCR 47 W4 . N 45140 94 °C st
5 min;94 °C 78130 5,58 CiB sk 30 s,72 CHEAH 30 s,
35 AMEH;72 C SEAf 10 min,4 C T ORAE HLS
pL PCR 7=4,0.008 g - mL ™" $50 IS4 8 5, L vk 30
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FHME ok 25. 42% (15/59) . G, 351845 6 x 18 @ fiff=
)15 SkAFHE T 7 Sk A BH M, FH M % 46.67%
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FRAEINRE.
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PCR electrophoresis of offspring of G, transgenic pigs

Fig. 1

BHMAK1 2 3456 7 8 910111213 G

FEMK1 2 34 56 7 8910111213 H

FHMJK1 2 34567 8910111213 1T

PHMJKI1 2 34567 8910111213 J

EFFBEHMZAKLI2 34567 8910111213

F BHMMO®KLI 234567 8910111213

B B B 5 oK 228 R B BH BHAE XS ;. M: DNA marker DL 2000 (

FHM7K1 2 3456 7 8 910111213

FHMJAK1 2 34 56 7 8 910111213 1,
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E:G 3763 FiGy1 85 G:Gyd 63 HiGy5 63 1:6269 3 J:G,7 25 K:Ga86 5 1:G,99.
&2 FEAR L AR DNA FEH B PCR A

Fig.2 PCR detection of foreign gene existance in pig tissues
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H 1234567 89101112 KMEH

MR 123456789 101112M KEH
A

123456789101112Mii§
B

TFEM 12345678 9101112M KFH

123456789101112MK FH
B

1:Go189;2:Gyd1 8;3:G,40Q;4:G,189;5:G,378; 6:G,1 8 ;
7:G,48;8:G,58;9: G695 10: G795 11:G,88; 12: G,99;
7K 25 FXF I, M:DNA marker DL 2000 ( 25417 A _E B K U 2 000,

A:51¥) 649 I PCR 45545 B 514 108 § 34 1) PCR 454
K3 BRI FHPEAMA S FRAFTT N2 RT-PCR A6
Fig.3 RT-PCR detection of foreign gene expression in stomach,

pituitary and hypothalamus of transgeinc pigs
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AN I PR AT DATE A I3 PR 41 A 26 i i A T 3R 5 5
Rk AHHA B A TEDBULA R 09 67 s i A 2= 52
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