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Genetic geographical difference of Isaria fumosorosea and its
pathogenicity against B-biotype Bemisia tabaci

ZHOU Pengfei, ZHANG Jing, ZHANG Bowen, HU Qiongbo
(College of Agriculture, South China Agricultural University, Guangzhou 510642, China)

Abstract: [Objective] To study the genetic geographical difference of Isaria fumosorosea strains isolated
from different regions, and the pathogenicity of 1. fumosorosea to B-biotype Bemisia tabaci. [Method] Sixteen
strains of /. fumosorosea were isolated from soils of Guangdong, Fujian, and Qinghai. The bioinformatics
analysis was used to identify ITS sequences similarities of the 16 strains, and the pathogenetic tree was
constructed. The immersion method was employed to evaluate the pathogenicities of I. fumosorosea strains
against second-instar nymphs of B-biotype B. fabaci. [Result] The ITS sequences similarities between the test
1. fumosorosea strains and the reference strains(KX057373.1, KX057375.1) were over 97.7%. Nine strains from
Guangdong and six strains from Fujian had no geographic difference. The ITS sequence of Qinghai strain
IfTSO1 was almost the same as that of reference strain (KX057375.1), and highly similar to the strain IfFJ02.
IfFJ06 of Fujian and strain IfGD17 of Guangdong. The fatality rate of B-biotype B. tabaci ranged from 47% to
86% after 10 days treatment with 10 mL™' conidia of the 16 I. fumosorosea strains. The most effective strains,
IfFJ06, IfGD02 and IfTSO01, caused above 80% fatality rate of B. tabaci. [ Conclusion] There is no obvious
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difference of genetic geography among ITS sequences of 1. fumosorosea strains isolated from different areas.

The pathogenicity of 1. fumosorosea strains aganist B. tabaci is not related to its geographical distribution and

ITS sequence similarity. There are three strains with high pathogenicity to B. tabaci, which can be used for

further research.

Key words: Isaria fumosorosea; homology; Bemisia tabaci; biological activity; ITS sequence
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Tab.1 Sixteen Isaria fumosorosea strains isolated from
different regions
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Fig. 1 Phylogenetic tree of Isaria fumosorosea based on ITS gene sequences
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Tab. 2 Fatality rates of the second instar nymphs of B-biotype Bemisia tabaci after infected with Isaria fumosorosea strains

Btk 2R HAKR HoR H8K 10K
IfFJ01 0 9.23+1.63¢ 30.84+1.98bcd 48.84+2.91de 70.60£0.87de
IfFJ02 0 9.04+2.96¢ 24.11+6.39¢ 47.57+3.20de 53.65+4.49f
IfFJ04 0 9.03+1.07de 30.83+2.01de 41.23+2.49 47.63+3.24f
IfFJ05 0 12.68+2.22de 36.30+2.32cde 56.20+1.99cb 71.59+1.41e
IfFJ06 0 13.31+1.10cde 50.75+1.54a 70.51+2.48a 80.97+1.88ab
IfFJ17 0 9.20+0.57¢ 30.58+2.26de 44.58+231e 53.80+1.70f
IfGD02 0 10.96+1.59de 41.96+2.11abc 71.03+1.46a 85.45+0.54a
IfGD07 0 9.22+0.77¢ 36.48+1.21bcd 71.14+3.04a 77.04+1.06bcd
IfGD12 0 9.06+0.66¢ 37.21+1.13bed 64.79+3.05ab 79.85+3.35abc
IfGD14 0 19.87+2.03b 50.12+1.89% 66.68+0.38a 73.51+1.67cde
IfGD15 0 15.34+3.28bcd 45.14+1.05ab 68.28+2.37a 79.28+1.58abc
IfGD17 0 14.51:0.54bcde 45.96+3.17ab 65.09+3.12ab 79.17+1.75abc
IfGD18 0 12.86+0.87cde 41.39+3.47abc 58.36+2.96bc 72.03+2.35de
IfGD20 0 12.25+1.17cde 30.51+2.84de 41.54+2.29¢ 53.55+2.74f
IfGD21 0 17.66+0.69bc 37.23+0.46bcd 58.91+1.17bc 71.40+0.68de
IfTSO01 0 25.3643.60a 52.46+2.64a 69.53+1.63a 82.28+1.59ab

1) AP B8 A R B R I8 R 0 B A A AT R R B S BB S LA RA — MR A B FEH, KR £FF2F (P > 0.05,

Duncan’s %)
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Tab.3 LTs, of Isaria fumosorosea strains to the second instar nymphs of B-biotype Bemisia tabaci

AR A R LTsy/d LT5095% & 15 X [Al/d B R4 LTsy/d LTs5095% & 15 X [Al/d
IfFJ01 7.25 6.56~8.11 IfGD12 6.50 5.94~7.11
IfFJ02 8.21 7.30~9.61 IfGD14 6.00 5.44~6.60
IfFJ04 >10 >10 IfGD15 6.04 5.44~6.66
IfFJ05 6.94 6.28~7.22 IfGD17 6.35 5.77~6.98
IfFJ06 6.13 5.61~6.67 IfGDI18 6.71 6.05~7.47
IfFI17 8.19 7.28~9.59 IfGD20 8.14 7.25~9.48
IfGD02 6.22 5.68~6.77 IfGD20 6.72 6.08~7.48
IfGDO07 6.57 6.01~7.17 IfTSO01 5.74 5.13~6.36
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