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Molecular marker technology and application in pig breeding
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Abstract;To explore the application methods of molecular markers in pig breeding, we reviewed the

research progress of major effect genes and causal mutation sites for important economic traits, classified

the available molecular markers and tracked the application effect of some molecular markers assisted

breeding in Wens Group. The application methods of molecular markers in pig breeding were

summarized. Molecular marker assisted selection would be widely used in pig breeding.
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