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RAPD analysis on the genetic diversity of original provenances
and internal populations of Pinus taeda
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(1 Forest Research Institute of Jiangmen City, Jiangmen 529000, China;
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Abstract: Twelve 10 bp random primers were used to anplify DNA samples from 19 original provenances and 5
previously introduced populations of loblolly pine (Pinus taeda 1.. ). Tt was found that the levels of genetic di-
versity were very high for both original provenances and previously introduced populations by means of RAPD
polymorphic locus rate, which were 81.3% and 99. 2% respectively. Eighteen specific bands were detected
from 13 of the original provenances. Ten specific bands were lost in 5 of the original provenances. These spe-
cific bands and particularly lost bands can be the important basis in the determination of provenance. Based on
the distribution frequency of specific bands from original provenances, it was deduced that, although the inter-
nal populations were introduced in 3 times, the sources were relatively wnsistent. They mainly originated from

4 provenances in North Cawlina, Florida and Mississippi of USA .
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Tab. 1 Random primers and sequences used for amplification
(G+C)
No.  pumer  nudeotide sequence (G+C) percentage/ %4
1 S376 GAGCGTUGAA 60
2 S199 GAGTCAGCAG 60
3 $492 AGTAGGGCAC 60
4 S477 TGACCCGCCT 70
5 S485 CUGCGTCTTG 70
6 $486 GAGCGCCTTG 70
7 496 AGTGCAGCCA 60
8 S377 CCCAGCTGTG 70
9 S390 TGGGAGATGG 60
10 S193 GICGITCCTG 60
11 S299 TGAGGGTCCC 70
12 S336 TCCCCATCAC 60
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Tab. 2 Distribution frequency of the specific bands from original provenance in different previously introduced populations

A P W G S
original provenance specific bands population A population P population W population G population S

RI2 S376-14 0.222 2(2) 0.214 3(3) 0. 357 1(1)

S199-8 0.037 0(4)
RLS S390-8 0.074 1(3)

S299-9 0. 285 7(2) 0.222 2(2) 0.214 3CD) 0.714 3(D 0. 357 1(1)
RIS S193-7 0.035 7(2)
RL14 S477-10 0. 047 6(5) 0.074 1(3) 0. 142 9(4) 0. 142 9(2)
RL17 S486-24 0. 142 9(3) 0. 500 0(2)
RI23 S486-30 0. 095 2(4) 0.035 7(2) 0.071 4(5 0. 071 4(3)
RI25 S299-12 0. 523 8(1) 0.370 4(D)
RI27 S492-1 0. 037 0(4)
RI28 S199-15 0. 037 0(4) 0.035 7(2)
RI30 S477-14 0. 142 9(3)
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